S1: Human B-cell receptor PCR primers

Primer
Sequence 
S5: Gini index and read depth
We model the effect of read depth on Gini index using a simple population of B cells consisting of a single dominant clone -occupying one third of all B cells -and a large pool of unique B cells, which comprise the rest of the system. As sequencing depth increases, one third of each sample joins the dominant clone, which grows larger. However, all other clones remain unique, leading to a larger population of singleton clones. This means the ratio of reads in the dominant clone to each of the singletons grows with sampling depth, leading to a more skewed size distribution and higher Gini index. Specific values are provided in the 
